i
ELSEVIER

Biophysical Chemistry 100 (2003) 635-637

Biophysical
Chemistry

www.elsevier.com/locate/bpc

Author Index to Volume 100

Alberty, R.A. The role of water in the thermodynamics of
dilute aqueous solutions (100) 183

Alonso, D.O.V., see Beck, D.A.C. (100) 221

Anderson, T.A., Sauer, R.T. Role of an N, residue in
determining the stability and operator-binding affinity of
Arc repressor  (100) 341

Armstrong, D.L., see Zidovetzki, R. (100) 555

Azim, M.K,, see Song, HK. (100) 437

Bérany, K., see Bardny, M. (100) 177

Barany, M., Barany, K. The impact of the paper of Edsall and
Mehl (1940) on actin and actomyosin research  (100) 177

Baase, W.A.,, see Gassner, N.C. (100) 325

Balass, M., see Katchalski-Katzir, E. (100) 293

Baumeister, W., see Griinewald, K. (100) 577

Beck, D.A.C., Alonso, D.O.V., Daggett, V. A microscopic view
of peptide and protein solvation (100) 221

Bigotti, M.G., see Brunori, M. (100) 409

Blundell, T.L., see Harmer, N.J. (100) 545

Bochtler, M., see Song, H.K. (100) 437

Boon Chock, P., see Huang, C.Y. (100) 143

Brooks, B.R., see Stan, G. (100) 453

Brunori, M., Bigotti, M.G., Cutruzzola, F., Gianni, S,
Travaglini-Allocatelli, C. Cytochrome cs5; as a model sys-
tem for protein folding (100) 409

Busam, R.D., see Gassner, N.C. (100) 325

Chirgadze, D., see Harmer, N.J. (100) 545
Choy, N., see Weers, PM.M. (100) 481
Cutruzzold, F., see Brunori, M. (100) 409

Daggett, V., see Beck, D.A.C. (100) 221

Di Cera, E., see Krem, M.M. (100) 315

Doolittle, R.F. Some notes on crystallizing fibrinogen and
fibrin fragments (100) 307

Eaton, W.A. Linus Pauling and sickle cell disease (100) 109

Edelstein, S.J. John Edsall and ligand-linked subunit interac-
tions in hemoglobin (100) 117

Edsall, J.T. Some personal history and reflections from the life
of a biochemist (100) 9

Eisenberg, B. Proteins, channels and crowded ions (100) 507

PII: S0301-4622(03)00019-X

Eisenberg, D. John T. Edsall as tutor and teacher (100) 91

Eisenberg, H. Focal contributions to molecular biophysics and
structural biology: a personal view. Part I (100) 33

Elson, E.L., see Wakatsuki, T. (100) 593

Expert-Bezancon, N., Rabilloud, T., Vuillard, L., Goldberg,
M.E. Physical-chemical features of non-detergent sulfobe-
taines active as protein-folding helpers (100) 469

Fanghénel, J., Fischer, G. Thermodynamic characterization of
the interaction of human cyclophilin 18 with cyclosporin A
(100) 351

Felsenfeld, G. Quantitative approaches to problems of eukary-
otic gene expression (100) 607

Fischer, G., see Fanghénel, J. (100) 351

Fridkin, M., see Katchalski-Katzir, E. (100) 293

Fuchs, S., see Katchalski-Katzir, E. (100) 293

Gassner, N.C., Baase, W.A., Mooers, B.H.M., Busam, R.D.,
Weaver, L.H., Lindstrom, J.D., Quillin, M.L., Matthews,
B.W. Multiple methionine substitutions are tolerated in T4
lysozyme and have coupled effects on folding and stability
(100) 325

Gianni, S., see Brunori, M. (100) 409

Gierasch, L.M., see Rotondi, K.S. (100) 421

Goldberg, M.E., see Expert-Bezancon, N.  (100) 469

Goody, R.S. The significance of the free energy of hydrolysis
of GTP for signal-transducing and regulatory GTPases
(100) 535

Griinewald, K., Medalia, O., Gross, A., Steven, A.C., Baumeis-
ter, W. Prospects of electron cryotomography to visualize
macromolecular complexes inside cellular compartments:
implications of crowding (100) 577

Gross, A., see Griinewald, K. (100) 577

Gurd, F.R.N., Richards, F.M. John Tileston Edsall: some
selected biography and personal reminiscences (100) 49

Harel, M., see Katchalski-Katzir, E. (100) 293

Harmer, N.J., Chirgadze, D., Hyun Kim, K., Pellegrini, L.,
Blundell, T.L. The structural biology of growth factor
receptor activation (100) 545

Hartmann, C., see Song, HK. (100) 437



636 Author Index to Volume 100

Hedwig, G.R., Hinz, H.-J. Group additivity schemes for the
calculation of the partial molar heat capacities and volumes
of unfolded proteins in aqueous solution (100) 239

Heinemann, U., see Miiller, J.J. (100) 281

Helmreich, E.J.M. Environmental influences on signal trans-
duction through membranes: a retrospective mini-review
(100) 519

Henn, A.R., Kauzmann, W. New considerations of the Bar-
clay—Butler rule and the behavior of water dissolved in
organic solvents  (100) 205

Hess, G.P. Rapid chemical reaction techniques developed for
use in investigations of membrane-bound proteins (neuro-
transmitter receptors) (100) 493

Hicks, L., see Weers, PM.M. (100) 481

Hinz, H.-J., see Hedwig, G.R. (100) 239

Ho, C,, see Tsai, C.-H. (100) 131

Ho, N.T., see Tsai, C.-H. (100) 131

Huang, C.Y., Zhou, R., Yang, D.C.H., Boon Chock, P. Appli-
cation of the continuous variation method to cooperative
interactions: mechanism of Fe(ID-ferrozine chelation and
conditions leading to anomalous binding ratios (100) 143

Huber, R., see Song, HK. (100) 437

Huberman, J.A. My unusually dedicated mentor (100) 95

Hyun Kim, K., see Harmer, N.J. (100) 545

Jaenicke, R., Schellman, J.A. Foreword (100) 1

KaZmierkiewicz, R., Liwo, A., Scheraga, H.A. Addition of side
chains to a known backbone with defined side-chain cen-
troids  (100) 261

Karplus, M., see Lazaridis, T. (100) 367

Kasher, R., see Katchalski-Katzir, E. (100) 293

Katchalski-Katzir, E., Kasher, R., Balass, M., Scherf, T., Harel,
M., Fridkin, M., Sussman, J.L., Fuchs, S. Design and syn-
thesis of peptides that bind «-bungarotoxin with high
affinity and mimic the three-dimensional structure of the
binding-site of acetylcholine receptor (100) 293

Kauzmann, W., see Henn, A.R. (100) 205

Kay, C.M., see Weers, PM.M. (100) 481

Khalifah, R.G. Reflections on Edsall’s carbonic anhydrase:
paradoxes of an ultra fast enzyme (100) 159

Kiefhaber, T., see Sanchez, LE. (100) 397

Klotz, I.M. Hemoglobin—oxygen equilibria: retrospective and
phenomenological perspective (100) 123

Klotz, I.M. John T. Edsall: an appreciation (100) 29

Krem, M.M,, Di Cera, E. Dissecting substrate recognition by
thrombin using the inactive mutant S195A (100) 315

Kyte, J. The basis of the hydrophobic effect (100) 193

Lapko, A., see Milller, J.J. (100) 281

Lazaridis, T., Karplus, M. Thermodynamics of protein folding:
a microscopic view (100) 367

Lindstrom, J.D., see Gassner, N.C. (100) 325

Liwo, A., see Kazmierkiewicz, R. (100) 261

Lorimer, G.H., see Stan, G. (100) 453

Low, B.W. John T. Edsall. His key role in the determination
of the structure of proteins (100) 61

Lowey, S. So near and yet so far from understanding molecu-
lar motors: recollections in honor of John T. Edsall (100)
171

Luty, R., see Weers, PM.M. (100) 481

Miiller, J.J., Lapko, A., Ruckpaul, K., Heinemann, U. Model-
ing of electrostatic recognition processes in the mam-
malian mitochondrial steroid hydroxylase system  (100)
281

Matthews, B.W., see Gassner, N.C. (100) 325

Medalia, O., see Griinewald, K. (100) 577

Mooers, B.H.M., see Gassner, N.C. (100) 325

Narayanaswami, V., see Weers, PM.M. (100) 481

Oncley, J.L. Dielectric behavior and atomic structure of serum
albumin (100) 151

Pecht, 1, see Zidovetzki, R. (100) 555
Pellegrini, L., see Harmer, N.J. (100) 545

Quillin, M.L,, see Gassner, N.C. (100) 325

Rabilloud, T., see Expert-Bezangon, N. (100) 469

Ramachandran, R., see Song, HK. (100) 437

Rich, A. Thinking about John T. Edsall (100) 99

Richards, F.M., see Gurd, F.R.N. (100) 49

Rossmann, M.G. John Edsall’s influence (100) 105

Rost, B., see Zidovetzki, R. (100) 555

Rotondi, K.S., Rotondi, L.F., Gierasch, L.M. Native structural
propensity in cellular retinoic acid-binding protein I 64—88:
the role of locally encoded structure in the folding of a
B-barrel protein  (100) 421

Rotondi, L.F., see Rotondi, K.S. (100) 421

Ruckpaul, K., see Miiller, J.J. (100) 281

Ryan, R.O., see Weers, PM.M. (100) 481

Sanchez, LE., Kiethaber, T. Non-linear rate-equilibrium free
energy relationships and Hammond behavior in protein
folding (100) 397

Sauer, R.T., see Anderson, T.A. (100) 341

Schachman, H.K. On scientific freedom and responsibility
(100) 615

Schellman, J.A., see Jaenicke, R. (100) 1

Scheraga, H.A., see Kazmierkiewicz, R. (100) 261

Scherf, T., see Katchalski-Katzir, E. (100) 293

Shen, T.-J., see Tsai, C.-H. (100) 131

Simplaceanu, V., see Tsai, C.-H. (100) 131

Song, H.K., Bochtler, M., Azim, M.K., Hartmann, C., Huber,
R., Ramachandran, R. Isolation and characterization of
the prokaryotic proteasome homolog HsIVU (ClpQY) from
Thermotoga maritima and the crystal structure of HslV
(100) 437

Spiro, T.G., see Tsai, C.-H. (100) 131



Author Index to Volume 100 637

Stan, G., Thirumalai, D., Lorimer, G.H., Brooks, B.R. Anneal-
ing function of GroEL: structural and bioinformatic analy-
sis  (100) 453

Steven, A.C., see Griinewald, K. (100) 577

Sussman, J.L., see Katchalski-Katzir, E. (100) 293

Tanford, C. ‘Cohn and Edsall’: Physical chemistry conclusively
supports a protein model (100) 81

Thirumalai, D., see Stan, G. (100) 453

Travaglini-Allocatelli, C., see Brunori, M. (100) 409

Tsai, C.-H., Simplaceanu, V., Ho, N.T., Shen, T.-J., Wang, D.,
Spiro, T.G., Ho, C. Site mutations disrupt inter-helical
H-bonds (a14W-a67T and B15SW—-B72S) involved in ki-
netic steps in the hemoglobin R — T transition without
altering the free energies of oxygenation (100) 131

van Holde, K.E. Reflections on a century of protein chemistry
(100) 71

Vuillard, L., see Expert-Bezangon, N.  (100) 469

Wakatsuki, T., Elson, E.L. Reciprocal interactions between
cells and extracellular matrix during remodeling of tissue
constructs  (100) 593

Wang, D., see Tsai, C.-H. (100) 131

Weaver, L.H., see Gassner, N.C. (100) 325

Weers, P.M.M., Narayanaswami, V., Choy, N., Luty, R., Hicks,
L., Kay, C.M., Ryan, R.O. Lipid binding ability of human
apolipoprotein E N-terminal domain isoforms: correlation
with protein stability? (100) 481

Yang, D.C.H., see Huang, C.Y. (100) 143

Zhou, R., see Huang, C.Y. (100) 143
Zidovetzki, R., Rost, B., Armstrong, D.L., Pecht, I. Transmem-
brane domains in the functions of Fc receptors (100) 555



